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Figure 1. Triglyceride content of a Drosophila minibrain (GadFly Accession Number 
CG7826) mutant 
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Figure 3. BLASTP results for minibrain (GadFIy Accession Number CG7826) 
Homology to human protein NP_001387.2 (GenBank Accession Number) 

g± 118765758 |ref|NP_001387. 2 I (NM_001396) dual -specificity tyrosine- (Y) - 
phosphorylation regulated kinase lA, isoform 1; minibrain (Drosophila) hoaolog; 
protein kinase minibrain homologi dual specificity 'STAKl- related kinase; 
serine/ threonine- specific protein Icinase; Length ^ 763 

Score = 689 bits (1779), Expect = 0.0 

Identities = 349/424 (82%) , Positives - 389/424 (91%), Gaps = 3/424 (0%) 

Query: 1 MQARIPmFREPASGPLRKLSVDLIICITKHINFVyyAK^^ 60 

+Q R+P FR+PA+ PLRKLSVDLIKTYKHINEVYYAKKKRR QQ QG DDSS+KKERK+ 
Sbjct: 77 LQRRMPQTFRDPATAPLRKLSVDLIKITKHIl^^ 135 

Query: 61 YlTOGYDDDiraDYIIKNGEKFLDRYEIDSLIGKGSFGQWKAYDHEEQCHVM 120 

yNDGYDDDN+Dyi+KNGEK++DRyEIDSLIGKGSFGQVVKAyD EQ VAIKIIKNKK 
Sbjct: 136 yiTOGYDDDlsmDYrS^GEKWl^RYEIDSLIGKGSFGQVVKAyDRVEQ^^ 195 

Query: 121 FLNQAQIEVKLLEMMNRADAENKyyiVKLKRHF^^ 180 

FIiNQAQIEV+IjIiE+MN+ D E KYYIV IiKRHFM+RiraLCIiVTE+IiSYinJYDLLRNTKrFR 
Sbjct: 196 F3JNQAQIEVRIiLEL^©TKHDTEMKYYIVHLKRHFM 255 

Query: 181 GVSIiOTjTRKFAQQLCTAIiLFLSTPELNIIHCDLKPENILLCa^ 240 

GVSLNIJTRKPAQQ+CTAI,IJFlr^TPEL+ 1 IHCDLKPENILL 
Sbjct: 256 GVSIiNIiTRKFAQQMCTALLFLATPELSIIHC^LKPENXLXiCNPK^ 315 

Query: 241 QRIYHYIQSRFYRSPEVIiljGIQYDLAIDl^SLGCILVEMHTGEPIiFS 300 

QRIY YIQSRFYRSPEVI1L.G+ YDLAIDMWSLGCIliVEMHTGEPLFSG NEVDQMNKIVE 
Sbjct: 316 QRIYQYXQSRFYRSPEVLijGl^YDI^DMWSIiGCILVEMi^ 375 

Query: 301 VLGMPPKYLIiDQAHKTRKFFDKIVADGSYVLKKNQNG-RKYKPPGSRKI^ 3 59 

VLG+PP ++I1DQA K RKFF+K+ DG++ LKK ++G R+YKPPG+RKLH+ILGVETGGP 
Sbjct: 376 VLGIPPAHILDQAPKARKFFEKL-PDGTWNLKICriaDGKREYKPPGTRI^^ 434 

Query: 360 GGRRLDEPGHSVSDYLKT'KDLILRWaiDFDPKTRVTPYYAIiQHNFFKRT^ 419 

GGRR E GH+V+DYLKFKDLILRMLD+DPKTR+ PYYALQH+FFK+TADE TNTS + + 
Sbjct: 43 5 GGRRAGESGHWADYIiKFKDLILRMliDYDPKTRIQPYY;^ 494 

Query: 420 TANA 423 
T+ A 

Sbjct: 495 TSPA 498 

Homology to human protein AACZ8914.1 (GenBank Accession Number) 

gi|3399668|gb|AAC28914.l| (AC005393) BC3310D4_1 [Homo sapiens]; Length « 556 

Score = 671 bits (1730), Expect = 0.0 

Identities = 321/439 (73%), Positives = 370/439 (84%), Gaps = 22/439 (5%) 

Query: 4 RIPNHFREPASGPLRKLSVDLIKTyKHINEVYYAKKKRI^ 63 

R+P FR+ S PLRKLSVDLIKTYKHINEVYYAKKKRRAQQ DSSNKKE+K+ N 

Sbjct: 47 RLPIAFRDATSAPIiRKLSVDIiIiCrYiailNEVYYAKKK^^ 105 



Query: 64 GYDDDNHDYIIKNGEKPUDRYEIDSLIGKGSFGQVVKAYDHEEQCHVAIK^ 123 
GYDDDNHDYI+++GE++L+RYEIDSLIGKGSFGQVVKAYDH+ Q VAIKIIKNKK FLN 
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Sbjct: 


106 


GYDDDiraDYIVRSGERWIiERyEIDSLIGKGSFGQWKATOHQTQELVAIKIIKNKKAFIJJ 


165 


Query: 


124 


QAQIEVIOiLEMMNRADAENKyyiVKLKRH^ 


183 






QAQIE++IjI*E+MN+ D E KYYIV LKRHFM+RNHLCXiVFELLSYmjYDXiLRN^ 




Sb j ct : 


166 


QAQIEIiRIIjEIjMNQHDTEMKVYIVHLiaiHi^ 


225 


Query: 


184 


LNLTIUCFAQQIiCTAIiLFIiSTPEmilHroijKPENILLC^ 


242 






LNLTRK AQQL.CTAIiIiFlH-TPEL+IIHCDIjKPENIIiLCOTKRSAIKiyDFGSSTO 




Sb j ct : 


226 


LNLTRIOJAQQLCTALLFIiATPELSIIHCIJIOTENIIiLCNPI^ 


285 


Query: 


243 


lYHYIQSRFYRSPEVLLGIQYDIiAIDMWSIiGCILiVEMHTGEP 


284 






lY YIQSRFYRSPEVLiIjG YDIAIDMWSLGCIIjVEMHTGEP 




Sbjct: 


266 


RMEVEGFNFAALYEIiPIjKIYQYIQSRFYRSPEVLIjGTPYDIiM 


345 


Query: 


285 


LFSGCNEVDQMNKIVEVIjGMPPKyLIiIXJAHKTRKFFDKIV^ YKPP 


343 






liFSG NEVDQMN+IVEVLG+PP * +IjDQA K RK+F+++ G + L++ + RK Y+ P 




Sbjct: 


346 


LFSGSNEVDQMNIaVEVIlGIPPAA^^^QAPKARI^^ PGGGWTLRRTKELRKDYQGP 


404 


Query: 


344 


GSRKLHDILGVETGGPGGRRLDEPGHSVSDYLCT'iaDLILRMLDF^ 


403 






G+R+L ++LGV+TGGPGGRR EPGHS +DYI1+F+DL+LRML+++P R++P ALQH F 




Sbjct: 


405 


GTRRWEVLGVQTGGPGGRRAGBPGHSPADYIiRFQDLVIiRMIiEYEPAARISPIiG^ 


464 


Query: 


404 


FKRTADEATNTSGAGATAN 422 








F+RTADEATNT AG++A+ 




Sbjct: 


465 


FRRTADEATNTGPAGSSAS 483 





Homology to human protein AAC28914.1 (GenBank Accession Number) 

gi 1 4758222 | ref |NP_004705 . 1 1 (NM_004714) dual -specificity tyrosine- (Y) -phosphorylation 
regulated kinase IB isofoznn a; minibrain* related kinase [Homo sapiens] ; Length & 629 

Score = 659 bits (1700), Expect = 0.0 

Identities = 321/420 (76%)^ Positives = 370/420 (87%), Gaps = 3/420 (0%) 



Query: 


4 


RI PimFREPASGPLRIOjSVDIiIICIYKHINEVYYAKKKRRAQQTQGDDD 


63 






R+P FR+ S PliRKLSVDLIKTYKHINEVYYAKKKRRAQQ DSSNKKE+K+ N 




Sb j ct : 


32 


RbPLAFRBATSAPIjRKLSVDLIKTYKHINEVYYAKKKRRAQQAP-PQDSSNK^ 


90 


Query: 


64 


GYDDDmmYIIKNGEKFLDRYEIDSLIGKGSFGQVVKAYDHEEQOIVAIKIIKN 


123 






GYDDDNHDYI+++GE++I1+RYEIDSLIGK6SFGQVVKAYDH+ Q VAIiCIIKNKK FLN 




Sb j ct : 


91 


GYDDDNHDYrVRSGERWLERYEIDSLIGKGSFGQVVKAYDHQTQELVAIKIIKN^ 


150 


Query: 


124 


QAQIEVKIiLEI^©4NRADAENKyYIVKLKRHFMWRira^ 


183 






QAQIE++LLE+MN+ D E KYYIV LKRHFM+RIsrHIjCLVFELLS'XNLYDIiljROT 




Sbjct: 


151 


QAQIELRTiTiEIiMNQHOTEMKYYIVHLKRHFMFRNHLC^ 


210 


Query: 


184 


Ii£7I.TRKFAQQLCTAXiLFLSTPEIiNXXHCDXjKPENXXiIiCm>KRS;^ 


243 






XiNLTRK AQQLCTAIiItFL4-TPEL-hIXHC33IjKPENIIiLa^KRSAIKIVDFGSS 




Sbjct: 


211 


INLTRKIiAQQLCTAliLFIiATPELSIIHCDLKPENIIJja^PKRSAIKITO 


270 


Query: 


244 


YHYIQSRFYRSPEVIiLGIQYDIAIDh!WSLGCILVEMHTGEPLFSGCNE^ 


303 






Y YIQSRFYRSPEVIiLG YDIiAIDMWSIiGCILVEMHTGEPLFSG NEVDQMN+ IVEVLG 




Sbjct: 


271 


YQyIQSRFYRSPEVIaIJGTPYDIlAID^WSIiGCILVE^C^^GEPLFSGSNETO 


330 


Query: 


304 


MPPKYIiLDQAHKTRKFFDKIVADGSYVLKKNQNGRK-YKPPGSRia^ 


362 






+PP +I1DQA K RK+F+++ G + + RK Y+ P6+R+L ++IjGV+TGGPGGR 




Sbjct: 


331 


IPPAAl«I.DQAPKARKYFERIi- PGGGWTLRRTKELRKDYQGPGTRRLQEVIiGVQTGGPGGR 


389 
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Query: 363 RI.DEPCTiSVSDyiaKrKDIjILRMIiDFDPm2.VTP^^ 422 

R EPGHS +DYI,+F+DIi+IiRMb+++P R++P ALQH FF+RTABEATNT AG++A+ 
Sbjct: 390 RAGEPGHSPADYIiRFQDIiVLRMIaEYEPAARISPLGALQHGFFRRTADEAl^ 449 
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